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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/0 9/6 09,14 6 



DATE : 
TIME: 



02/05/2001 
10 :29 : 56 



Input Set: : 
Output Set : 



A: \Pto. amc 

N:\CRF3\02 0 52001\I6 0914 6 .raw 



C- 
C- 



> 
> 



5 



7 
9 
10 

12 
13 
15 
17 
19 
20 
21 
22 
24 
25 
27 
28 
29 
30 
31 
32 

3 3 
34 
35 
36 
37 
38 
39 
40 
41 

4 2 
43 
44 
4 5 
■16 
■4 7 
4 8 
49 
52 
53 
54 
55 
57 
58 
50 
61 
62 



<iao> 

<120> 
<130> 
<140> 
<141> 

<15{)> 
<151> 
<160> 
<17a> 
<210> 
<211> 
<212> 
<213> 
<22 0> 
<223> 
<4 00> 
gagggtggaa 
ctctgLcctc 
cagtgcggcc 
actcaiigtac 
gctgatcttc 
caaggcca t:g 
ggtgctgcty 
qctgggcg tt 
agtgctcaac 
ggceagcjtcc 
tgccatgctc 
ctgccgqggc 
caacatgg La 
eg tgctctac 
gqccaagggc 
cga tcggggc 
ctgctgggcc 
Lggcct:qcac 
ctcggoggcc 
ggaggccctg 
cctcagcagg 
ccaccccctg 
<210> SEQ 



James A 
Encoding 



APPLICANT: Bon in 1 et a I 
TITLE OF INVENTION: DNA 
FLLE REFERENCE: 6 0 794 -B 

CURRENT APPLICATION NUMBER: US/09/6 09,14 6 
CURRENT FILING DATE: 2000-06-30 

PRIOR APPLICATION NUMBER: 09/558,099 
PRIOR FILING DATE: 2000*04-25 
NUMBER OF SEQ ID NOS : 4 6 
SOFTWARE: PatentIn Ver. 2.1 
SEQ ID NO: 1 
LENGTH: 1318 
TYPE: DNA 

ORGANISM: Artificial Sequence 
FEATURE: 

OTHER INFORMATION: Description 

SEQUENCE: 1 



SNORF62 And SNORF7 2 Receptors 



of Artificial Sequence: primer/probe 



gccggggtct cgcgggccgc 
cctggagacc tgt.acccagg 
agggggcact ttgaccctga 
ctggggcccc agcagacaga 
gtggtgggcg ctgtgggcaa 
cycacgccta ccaactacta 
gtgggcctgc ccctggagct 
ggtggctgct atttccgcac 
tgagcgtgga 
gggcccatgt 
ccaacaccag 
actcagctgt 
ccgcgctgct 
ggctgcgact 
cagcagccag 
tgaccaagat 
ccgaccgcgt 
agcQcgtgca 
tcta tagcct 
cctgctgcca 



gtcactgccc 
a tgg tgacgo 
tgctccctgc 
ccagtgccag 
gtgcagacca 
ctgctcat tg 
aggggctctg 
cggagacaag 
ccg ttccacg 
ctggccttcc 
aaccccgtgc 
tgcctcgggg 
a tgaccacag 
gctgggaacg 
ID NO: 2 



gggccgcatg 
gggtgcaagg 
ggacttgaac 
gctgttca tg 
tgggctgacc 
octet tcagc 
ctatgaga tg 
gctactgttt 
acgc tatgtg 
gogccgag tg 
cctgcacggc 
ttgca tgctg 
cttcttctgc 
gcggcgggag 
gtccaga tac 



actcctctct 
aaccccatgg 
ctgactgacg 
ccca tctgtg 
tgtctggtca 
ctggccgtgt 
tggcacaact 
gagatggtct 
gccy tggtgc 
cttggggccg 
atccggcagc 
g tccgcccac 
ctgcccatgg 
aggc tgctgc 
acctgcaggc 



gctgtttgtc ctggtcgtgg 
catgtggagc gUcgtgtcac 



eg tea to tec 
catgtccage 
tegec tcaga 



gcagcaccct gtgtgatgtg 
atggcccaga ggcgcagcaa 



ggcatcttet 
cgcLtcegag 
ccccgccaca 
ggotccctgg 
gagaccgatc 



gcctcaattg 60 
cttgcaatgg 120 
aggcactgag 180 
ccacatacct 240 
tcctgcgcca 30 0 
cggacctgct 360 
accccttcct 42 0 
gcctggcctc 4 80 
acccactcca 54 0 
tctggggtct 600 
tgeacgtgcc 6 60 
gggccctcta 720 
ccatcatgag 7 80 
tcatgcagga 84 0 
tccagcagca 900 
tgtttggcat 960 
agtggacaga 1020 
Lctacctggg 1080 
agaccttcca 114 0 
gctcccacag 1200 
gcagotgggt 12 60 
eatcctga 1318 



<211> LENGTH: 4 26 
<212> TYPE: PRT 
<213> ORGANISM: Artificial 
<220> FEATaRE; 

<223> OTlJER INFOWdATION : Description 
<400> SEQUENCE: 2 



Sequence 



of Artificial Sequence: primer/probe 



Met 
1 



Thr Pro Leu Cys Leu Asn Cys Ser 



5 



Val 
10 



Leu Pro Gly Asp 



Leu 
15 



Tyr 
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RAW SEQUENCE LISTING DATJ^l : 02/05/2001 

P ATFJNT AP PI, I CATION : US/0 9/6 09,146 T T Mh^ 10:29:56 



Input: Set : A:\Pto.amc 

Output Set: N:\CRF3\02052001\I609146.raw 
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82 


Gly 


Leu 
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85 
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Val 
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/I A 
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Cys 


Leu 


Pro 


Met 


Ala 


lie 


Met 


Ser 


Val 


Leu 


Tyr 


Leu 


Leu 


Xle 


Gly 


Leu 
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25 0 
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Arg 
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1 T A 

2/0 






112 


Gly 
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Ala 


Ala 
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Arg 
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Cys 


Arg 


Leu 
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Gin 
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113 






275 










280 










285 








J. 1 5 


Asp 




r 1 'J 

Gly 


Arg 


Arg 


Gin 


Val 


Th r 


Lys 


Met 


Leu 


Pile 


Val 


Leu 


Val 


val 


1 J. 6 




290 










29 5 










3 00 










118 


val 


Phe 


Gly 


lie 


Cys 


Trp 


Ala 
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Phe 


His 


Ala 
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Arg 


Val 


Met 


Trp 


119 


305 










310 










315 










320 
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Ser 


Val 


Val 


Ser 


Gin 


Trp 


Thr 
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Leu 


His 


Leu 
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Phe 


Gin 


His 
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330 










33 5 
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RAW SEQUENCE LISTING 

PATKNT APPLICATION: US/09/609,14 6 



DATE: 02/0 5/2001 
TIME: 10:29:56 



Input: Set 
Output Set 



A: \Pto . amc 

N:\CRF3\02 052001\160914 6 .raw 



137 
139 
14 0 
143 
144 
14 5 
14 6 
14 B 
149 
151 
152 
153 
154 
155 
156 
157 
158 
159 
160 
161 
162 
.163 

:i 64 

165 
16G 
167 

16 B 
169 
170 
171 
172 

17 3 
176 
177 
178 
179 
181 
182 
1B4 
IB 5 
186 
188 
189 
191 
192 
194 
195 
197 
198 



405 
Gin 



Glu Thr Asp 



Pro 
425 



Pro Glu aIq Gin 
420 

Sm ID NO: 3 
LENGTH: 129 8 
TYPE: ON A 

ORGANISM : Artificial 
FEATURE ; 

OTHER INFORMATION: Description 
SEQUENCE : 3 



410 

Ser 



415 



<210> 
<211> 
<212> 
<213> 
<220> 
<223> 

<4ao> 

ac)gggag9cL 
qcjti tctacca 
atctgtjcctt 
atgtgccaat 
agcaccaggc 
tcctggtcct 
tcttgt tcgg 



Sequence 



of Artificial Sequence: primer/probe 



caggcc ttgg 
gcagaaacta 
cctctgcgga 
ttttgtggtg 
tatgaagacg 
gctccttgga 
gcccgtgggc 



attttaa tg t 
gaagatcca t 
cctcggcgca 
9999 tea ttg 
cccaccaac t 
atgcccctqg 
tgctacttca 



cagggatgga 
tccagaaaca 
qccacttctt 
gcaatgtcct 
actacctctt 
aggtcta tga 
agacggccct 



aaaacttcag 
cctgaacagc 
cctccccgtg 
ggtgtgcctg 
cagcctggcg 
gatgtggcgc 
ctttgagacc 



aatgcttcct 
accgaggagt 
tctgtggtgt 
gtgattctgc 
g tctctgacc 
aactaccctt 
g tgtgcttcg 



ccLccatcct cagcatcacc accgtcagcg tggagcgcta cgtggccatc ctacacccgt 



tccgcgccaa 
gcttctccg t 
tccccaatgg 
tctiacaattt 
tcagtgtcct 
a tgaagggaa 
tcttggtctt 
gcbttgtgga 
caggtgtctt 
gccgcttcca 
agcatgaccc 
tggagctgac 
acctcccaac 
ttaacaaaac 
<210> 
<211> 



<212> 
<213> 
<22 0> 
<22 3> 
<400> 



actgcagagc 
gctcttc tec 
gtccctggtc 
ca Lea txcag 
ctactacctc 
tgcaaatatt 
agtgtttgct 
ggagtggagt 
ct tctacctg 
ggcagcattc 
acagttgcca 
cgaagatata 
agccctxtct 
ctgaattctt 

SEQ ID NO: 4 
LENGTH: 415 
TYPE: PRT 

ORGANISM: Artificial 
FEATURE : 

OTHER INFORMATION 



acccggcgcc gggccctcag gatcctcggc atcgtctggg 
ctgcccaaca ccagcatcca tggcatcaag ttccactact 
ccaggttcgg ccacctgtac ggtcatcaag cccatgtgga 



gtcacctcct 
atggcactca 
caaagaccct 
a tctgttggg 
gaatccctgg 
agctcagcLg 
cagaa tgtga 
cctgcccagc 
ggtccccaat 



t,ccta ttcLa 
gactaaagaa 
gcagaaaatc 
ccccgttcca 
ctgctgtgtt 
tcaaccccat 
tctcttcttt 
ggaacatctt 
tcccatgtca 



agtgaacaga Lgtcaagaac 
tcagagctga ctctcctc 



cctcctcccc 
agacaaatct 
agtcaacaag 
cattgaccga 
caaccLcg tc 
tat eta taac 
ccacaaacag 
cctgacagaa 
gtcatccatg 
aaactatcaa 



atgactgtca 
cttgaggcag 
atgc tgtttg 
ctcttcttca 
catgtggtgt 
ctactgtctc 
tggcactccc 
tgccactttg 
cacaactctc 
agcLtccact 



60 

120 

180 

24 0 

300 

360 

420 

480 

54 0 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

12 60 

1298 



Sequence 



Description of Artificial Sequence: primer/probe 



SEQUENCE 



Met 
1 

Lys 



Ser Gly Met 



Leu Glu 



Leu Ala 



Ser 

Leu 
65 



val 
50 
Val 



Phe 
35 
Val 



Asp 
20 
Leu 



4 

Giu 
5 

Pro 



Lys Leu Gin Asn 



Phe Gin 



Cys Gly Pro 



Tyr Val Pro 



Cys Leu Val 



Tie 
70 



He 
55 
Leu 



Lys' His 
2 5 

Arg Arg 

40 
Phe Val 



Ala 
10 
Leu 



Ser Trp He Tyr 



Asn Ser Thr 



Ser His Phe 



Val Gly 



Gin His Gl n 



Ala 
75 



Val 
60 
Met 



Phe 
45 

He 



Glu 
30 
Leu 



Gin 
15 
Glu 



Gin 



Tyr 



Pro Val 



Gly Asn Val 



Lys Thr Pro 



Thr 
80 
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RAW SEQUENCE LISTING DATE: 02/05/2001 

PATENT APPLICATION: US/09/609, 14 6 TIMK: .10:29:56 



Inpu t: Set : A: \Pto . amc 

Output Set: N:\CRF3\02052001\I609146.raw 
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Arg 


Thr 


Asn 


Tyi: 


Gin 


Ser 


Phe 


His 


Phe 


Asn 


Lys 


Thr 




261 










4 05 










410 










415 




264 


<210 


> SEU 11 


1 NO: 


5 
























265 


<211 


> LENGTH 


:: 25 
























266 


<212> TYPK: 


PRT 


























267 


<2i'i> ORGANISM; 


Artificial Sequence 
















26 9 


<220> PKATURE: 


























270 


<22 3 


> OTffER 


INFORMATION : 


Description 


ol 


Artificial Sequence: 


p rimer/probe 


2 72 


<400> SEQUENCE: 


5 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/6 09 , 14 6 



DATE: 02/05/2 001 
TIME: 10:29:56 



Input: Set : A:\Pto.amc 

OntpuL Set: N:\CRF3\02052001\I609146.xaw 



27 3 
274 
276 
277 



PhG Arg Val Asp Clu Glu Phe Gin Ser Pro Phe Ala Ser Gin Ser Arg 

1 5 10 15 

Gly Tyr Phe T^eu Phe Ary Pro Arg Asn 

20 25 



280 <210> SEQ ID NO: 6 
2 81 <211> LENGTH: 2 5 

282 <212> TYPl^l: PR'P 

283 <213> ORGAN'rSH: Artificla]. Sequence 
285 <22 0> FEATUKi^: 

2 85 <22 3> OTHER INFORMATION: Description of Artificial Sequence: primer/probe 

288 <400> SEQUENCE: 6 

289 Phe Lys Val Asp Glu Glu Phe Gin Gly Pro He Val Ser Gin Asn Arg 

290 I 5 10 15 
29 2 Ary Tyr Phe Leu Phe Arg Pro Arg Asn 

293 20 25 

296 <210> SEQ ID NO: 7 

297 <211> LENGTH: 23 

2 98 <212> TYPE: PRT 

209 <213> ORGANISM: Artificial Sequence 

301 <220> FEATURE: 

302 <223> OTHER INFORMATION: Description of Artificial Sequence: primer/probe 

304 <4 0 0> SEQUENCE: 7 

305 Tyr Lys Val Asn Glu Tyr Gin Gly Pro Val Ala Pro Ser Gly Gly Phe 

306 1 5' 10 15 

308 Phe Leu Phe Arg Pro Arg Asn 

309 20 

312 <210> SEQ ID NO: 8 

313 <211> LENGTH: 8 

314 <212> TYPE; PRT 

315 <213> ORGANISM: Artificial Sequence 

317 <22 0> FEATURE: 

318 <2 2 3> OTHER INFORMATION: Description of Artificial Sequence: primer/probe 

320 <4 00> SEQUENCE: 8 

321 Tyr Phe Leu Phe Arg Pro Arg Asn 

322 1 5 

325 <210> SEQ ID NO: 9 

326 <211> LENGTH: 24 

327 <212> TYPE: DNA 

32 8 <213> ORGANISM: Artificial Sequence 

33 0 <22 0> FEATURE: 

3 31 <22 3> OTHER INFORMATION; Description of Artificial Sequence: primer/probe 

333 <4 00> SEQUENCE:/ 9- 

334 ccacgaagat cagcaggtat gtgg 24 
337 <210> SEQ ID NO: 10 

3 38 <211> I.RNGTH; 24 
339 <212> TYPE: DNA 

34 0 <213> ORGANISM: Artificial Sequence 
34 2 <220> FEATURE: 

34 3 <2 2 3> OTHER INFORMATION: Description of Artificial Sequence: primer/probe 



RPQT 
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